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R AnalyticFlow Is:

B Data Analysis GUI for R
— Desktop application written in Java
— Works on Windows / Mac / Linux
— Open source (LGPL)
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We are:

® Ef-prime, Inc.
— Data Analysis Consulting Company
— Tokyo, Japan
— Working on this project since 2007
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inc.

B Tatsuhiro Nagai
— Main Programmer

B Ryota Suzuki
— Project Manager, UlI/UX Design
— Author of package pvclust




Quick Tour



Projects Dialog

! _H Projects

Quick Start

g Start working right now.

Mew Project

| EI MNew Project... | new analysis project.

Bookmarks
Double-click to open a project.

77 Bookmarks

) =] Projectl
=, .
ip:prime. (= B Project?
inc.

4

.

. Restore previous session

Other Projects

| [~ Select Folder... Select a project folder to open.




View Data

HLKH Q & @& E » @

@ new_projectl (Working Directory)

[

File Edit View Run Project Preferences Help

= T T = === S
ome E B K ¥ @ U @
ne. Input Edit Chart Summary Model Output Script Custom Projects...
Ea & & )
'@ new_prajectl (Working Directory) Text @ Table Settings Property
Lo I 1-150/150 &
Sepal.Length Sepal.Width Petallength Petal.Width Species

1 (5.1 3.5 1.4 0.2 setoaa o
2 4.9 3 1.4 0.2 3etoda
3 4.7 3.2 1.3 0.2 3etoda
4 4.8 3.1 1.5 0.2 3etoda
3 |5 3.6 1.4 0.2 setoda
g 5.4 3.9 1.7 0.4 setoda
7 |4.6 3.4 1.4 0.3 Fetoda
B |5 3.4 1.5 0.2 setoda
9 4.4 2.9 1.4 0.2 setoda
10 4.9 3.1 1.5 0.1 3etoda b




Read Text File

File Edit View Run Prg

E:§ @ | Main | Options  Advanced

Input Edit Input File ifile) ["::,f‘Users.fuser,f‘:-eskt:p,f‘iris.txt"
|D Read Text File | Output Object  iris ﬂ

Eﬂ Load Sample Data  jrki

File Format

£ Load R Object o .
& Enter Data Auto Detect Auto update when file is changed
= Assign Variables Separator (sep) "\t" (Tab) v
Header (header) TRUE W
iﬁ:::prime, Encoding (fileEncoding) | "1508859-1" v

| E_'J, Preview | Lf
@ Table summary print str
Sepal.length Sepal.Width Petal.Length Petal.Width Species
5.1 3.5 1.4 0.2 setosa
4.9 3.0 1.4 0.2 setosa
4.7 3.2 1.3 0.2 setosa
4.8 3.1 1.5 0.2 setosa
5.0 3.6 1.4 0.2 setosa
5.4 3.9 1.7 0.4 setosa

[> Run Drag to Add




| Main | Options  Advanced

Input File (file] = "C:/Users/user/Desktop/iris. txc”

Output Object  iris ﬂ

File Format

Auto Detect ‘ Auto update when file is changed
Separator (sep) ™,t" {Tab) w
Header (header) TRUE w

Encoding (fileEncoding) | "I508859-1" v

iﬁéprime: | [t Result| Lf

@ Table summary print str
Sepal.length Sepal.Width Petal.length Petal.Width Species
5.1 3.5 1.4 0.2 setosa
4.9 3.0 1.4 0.2 setosa
4.7 3.2 1.3 0.2 setosa
1.6 3.1 1.5 0.2 setosa
5.0 3.6 1.4 0.2 setosa
5.4 3.9 1.7 0.4 setosa

| PR | ©DregtoAdd

> iris < read.table{file = "C:/Users/user/Desktop/iris.txt", header = TRUE,
sep = "“t", fileEncoding = "IS0EE59-1", gquote = "\"", stringsAsFactors =

FRLSE, comment.char = "", na.strings = "")




Add to Workflow

[* Run f—@-ﬂng-to%dd% £ Close

h! *MNew Flow

E» Run Flow & Clear and Run b Run Selection #” Draw Edge

O

Fead Text File
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<

[ Run ), Preview Run
Main Options  Adwvanced Q {‘E}
Input File (file] ' "C:/Users/user/Desktop/iris.txt”
Output Object  iris g
File Format
Auto Detect
Separator (sep) " t" (Tab) v
Header (header) TRUE w

Encoding (fileEncoding) | "ISogs53-1" v




Select Rows

File Edit un Project Prefern

S

Input Edit Chart Input iris w

& L Add/edit Columns | Output | iris Ed

= Y R
- ?Data_ G Rename Type @ Include Exclude
@ i[5 Select Rows

Main Advanced

7 Func [F4 Select Columns B Or
[ Othe @ Sort Conditions
@ Sampling © Sepal.Length w | » (greater than)
iﬂ;.)rime, E) Merge

E7) Manage Objects

P Result Q
@ Table suMmMmary print str (k]
Sepal.length Sepal.Width Petal.Length Petal.Width Species B
5.1 3.5 1.4 0.2 setosa

5.4 3.9 1.7 0.4 setosa
5.4 3.7 1.5 0.2 setosa
5.8 4.0 1.2 0.2 setosa
5.7 4.4 1.5 0.4 setosa hd

E () Dragto Add 3 Close




Add to Workflow

b Run | ) DragtoAdd | 3% Close

L *New Flow

=P RunFlow & Clear and Run P RunSelection &7 Draw Edge

Fead Text File 3Select Rows
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b Run &, Preview Run
Main Advanced Lf 5
Input iris w
Output  iris g
Type @ Include Exclude
And/Or @ And Or

Conditions
@ Sepal.length w | > (greater than)
=%




Adding Directly

2 R

Edit Chart EJ zﬁ
|@ Add/Edit Columns | o ’:ﬂ !
a @ Rename Bead Text File Select Rows Add/Edit
it [ Select Rows Columns
d @' Select Columns

E@' Sort

Sampling

)
@' Merge

o “Mew Fl
@' Manage Objects u ew Flow
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Ep Run Flow &9 Clear and Run b Run Selection ﬁ Draw Edge

= 2

Bead Text File Select Rows Add/Edit

Colunns
<
[ Run &}, Preview Run
Main Q E’}
Input iris w
Output | iri=s ﬂ
Definitions
(] Marme Expression
F dummy Species == "setoza"
&
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Modeling

=
T D ==

| Main | Advanced

Data iris w Model Settings )
Output [iris.im H Method ILinear Regression w
Model Formula ~ Stepwise ]

@ GUI Formula Object Direct Input Search Direction | Forward Selection w
Output (¥) ' Sepal.Llength W Always include:

Input () @ All Include Exclude

Intercept ‘
| [ix Resu|t| Q

@& summary print str (%]
Coefficients: AE
Estimate Std. Error t walue Pr(>ltl) 100

{Intercept) 2.87134 0.39730 T.223 6.55e-11 *k*

Petal .Length 0.82675 0.07446 11.104 <« 2e-1lg **w
Speciesversicolor -0.98871 0.29817 -3.31e 0.00123 **
Speciesvirginica -1.25017 0.38666 -3.152 0.00208 *w

Sepal .Width 0.34506 0.11230 3.072 0.00266 **

Petal .Width —-0.31296 0.16254 -1.925 0.05670

Signif. codes: 0 '"#%%' 0,001 '**' 0.01 '*"' Q.05 "." 0.1 " " 1 o

< b

[# Run () Drag to Add 3 Close




Prediction

Main Options  Advanced

Model iris.lm
Data iris

Output Data  iris

Output as pred

ie:prime,
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| &, Preview Q
@ Table summary print str [}
Sepal.length Sepal.Width Petal.Length Petal.Width Species pred
5.1 3.5 1.4 0.2 setosa 5.173311 “ qpp
5.4 3.9 1.7 0.4 setosa 5.497369
2.4 3.5 1.5 0.2 setosa 5.325599
5.6 4.0 1.2 0.2 setasa 5.181091
5.7 4.4 1.5 0.4 setosa 5.504549
5.4 3.9 1.3 0.4 setosa 5.166668
a-1 3.5 1.4 0.3 setosa 5.142615
5.7 3.8 1.7 0.3 setosa 5.494159 ¥

[¢ Run (] Drag to Add # Close
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Plot

|| Main | Title Aods Advanced
| Data iris v
X pred w
| NS Sepal.Length v | 38
Conditioning  Species w
Grouping Species w
Legends Right w
| [ Result| Q
n 620 x [ 286 11 | & @& 0% /| @& [t
~ &
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Analysis Workflow

BEead Text File GSelect Rows Add/EALT Build Model Predict ¥-T Plot
Columns

1 |iris <- read.takle(file = "C:/Users/user/Desktop/iris.txt"”, header = TRUE, sep = "\t",
ef-prime, fileEncoding = "IS08239-1", gquote = """, stringsAsFactors = FALSE, comment.char = "",
inc. na.strings = "")

ka

iris «- subset (X = iris, subset = Sepal.LlLength > 3)

()

X <- iris

=1 o L i

¥ <- iris
8 y[["dummy"]] <- with({x, Species == "setosa")
9 ¥
10 |H
12 iris.lm <- step({lm{formila = Sepal.length ~ 1, data = iris), direction = "forward"

scope = terms(Sepal.length ~ ., data = iris)

4B irisspred «- (function(model, data, predIvpe, tvpe, ...)!

T}
) {model = iris.lm, data = iris, predIype = "prok")

30 |print(lattice:: lot(x Jepal.Length ~ pred | Species, data = iris, auto.key = list|

space = "right"), groups = Species))




Run through the Workflow

BEead Text File GSelect Rows Add/EALT Build Model Predict ¥-T Plot
Columns
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[ Ij *Mew Flow l
52 Run Flow | &9 Clear and Run I Run Selection
8 -5 -5

=

Eead Text File GSelect Rows Add/EALL
Columns
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Run through the Workflow

B LK@ & (& [E

E 622] x [ 288 11 | & & 100%

@ |db

v|{é}

S0 5560685 7075
1 11 11 1 11 11 11

setosa versicolor virginica
2.0 = -~
o §o
7E = -
= &
& 7p - L setn.sa
3_ 65 )} | versicolar
™ ' D O virginica
80— e =
@ o 3
55 7 y =
) y ©
80T T T T T 1 1T T 1 1 1 1T T T 1
50 655 60 65 7075 50 55 8.0 B5 70 75
pred
L4
R Console
+ if (predIype == "prok") "raw" else "class"™
+ }
+ predict (model, data, tVpe = CVDE, ...)
+ 1

+ ) (model = iris.lm, data

iris, predIvpe = "prob")

> print{lattice::xyrplot (X = Sepal.length ~ pred | Species, data = iris, auto.key =

list {space = "right™), groups
>

= Species))

-
J

-
J




Export to R Script

o X

Pre| & Clear and Run Crl+E 1 |iris <- read.table(file =
¥ Run Flow Ctrl+Shift+R "Ci/Users/user/Desktop/iris.tut”, header = TRUE,
b | Run Selection Ctrl+R gep = "\t", fileEncoding = "I308E855-1", quote =
_//? Draw Edge "™, atringsAsFactors = FALSE, comment.char = "",
Create Link na.strings = "")
= Cache » =
3 |iris <- sukset(x = iris, subset = Sepal.Length > 5)
Mew Comment
ef-prime, . 4
inc. Disable Ctrl+/ ~ o
; S iris €- locel({
Convert to R script 10 1)
Box 11
Copy R Script 12 iris.lm <- step(lm(formala = Sepal.Llength ~ 1, data
Export R Script... = iris), direction = "forward"™, scope = terms|
Open Enter Sepal.length ~ ., data = iris)}
Open in Current Tab 13
Cut Cirl+ X l4FH irisspred <- (function(model, data, predIvpe, type,
Copy Ctrl+C caal ]
Remove Delete 27 |}
28 ) (model = iris.lm, data = iris, predIype = "probk")

48 Properties...




Write R Script by Hand

= [T NewFiow - |
g @

Script Custom = RunFlow &P ClearandRun b Run Selection & Draw Edge
LJ RScript |
LJ R Script File = @ Q l@ @ ;K?Q
Pead Text File 3elect Fows  Add/Edic Build Model Fredict ¥-Y Plot
Columns
7
=
Some Extra
ef-prime, Work
inc.
<
[ Run B Run Selection
O &
1 # Some Extra Work
2 alpha <-
3 cf <- as. rame (summary (iris.lm) fscoefficients, check.names = FALSE)
4 cftupper <- with({cf, Estimate + gnorm({l - alpha/2) * *3td. Error")
3 |cfslower <- with(cf, Estimate + gnorm({alpha/2) * “5td. Error™)
7 dotchart (cféEstimate, xlim = extendrange (c({cfsupper, citlower)), labels = row.names|

cf))
& |abline(v = 0,
9 =zegments (X0 = cffupper, xl1 = cfsfupper, ¥0 =
i] 1te (k0 = cfflower, X1 = cfflower, w0

lty = 2, eol = §
= li:nrow(cf) + .1)
= linrow({cf) + .1)

SEQMEL

L[}
.
=]
I
=]
o
Fh

cfslower, xl1 = cffupper, w0




Insert R Script Files

g §| G-

&P Run Flow & Clear and Run b Run Selection & Draw Edge

Script Custom
LJ R Script ~
L] RseriptFile L L‘Ej ?DQ
script.B Predict ¥-T Plot
4 >
[ Run

ie:prime, Main Options L {5
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File: script.R [windows-1252] Settings...

1l |iris <- read.table(file = "C:/Usera/user/Desktop/iria.txt"”, e
header = TEUE, sep = "“t", fileEncoding = "I30883%-1", quote =
", atringsAsFactors = FALSE, comment.char = "", na.3trings =

my

iris <- sukset(x = iris, subset = Sepal.length > 5)

L T R

SHiris <- local(]
i X <- 1iris

=source (file = "script.R", encoding = "windows-1252", echo = FALSE)




Write Custom Ul

—_—
o MR L
Custom Main Parameters| Function |

|| Arguments ﬁ

& =
I
Manage... X mode1 EF List v
. 4] alpha Title type
© |E3E'F‘°— I Required [
F=%
Choices
Label
Dotchart
ie:prime, Boxplot
inc.

Editable  [§]

Default g

| E}g Plot Coefficients |

Main | Lf

model

alpha  0.0%

type "d" (Dotchart)




Write Custom Ul
2— 02— @

Select Rows Add/EALT Build Model

Columns
-
Flot
Coefficients
£
ig:prime, -[P Run ), Preview Run
inc. _ i FPetal Width
Main Lf | g=p
model iris.lm b Sepal Width
alpha | 0.05
Speciesvirginica
type "d" (Dotchart) W

Speciesversicalar

Petal Length

{Intercept)
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Benefits

B Designed for Data Analysis
— Analyze interactively
— Practical tools out of the box
— More focus on data (not programming)

B Easy to Use
— Best for R beginners
— Great for working with non-statisticians

— Help sharing your work visually with:
* Your colleagues
* Yourself several months later
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Compatibility

iris. b

B Simple Project System s
— Project folder contains: ) o i
- Data, Workflows, etc. e
« Metadata (.afp/.raf hidden-folders) L flowd.low

script.R

— Compatible with other systems

* You can use the same folder as an RStudio project,
or use version control system together
(Git, Subversion, etc.)

B Switch between R Script
— Export workflows as R scripts
— Insert R scripts into a workflow
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Try R AnalyticFlow

B Visit our website:

http://r.analyticflow.com

or X R AnalyticFlow

— Latest information including today’s slides
are available at:

http://r.analyticflow.com/news-tips/


http://r.analyticflow.com/
http://r.analyticflow.com/news-tips/
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Enjoy your analysis with...

LiiAnalyticFlow

presented by ef-prime, inc.

http://r.analyticflow.com W @efprime

Today’s slide: http://r.analyticflow.com/news-tips/


http://r.analyticflow.com/
https://twitter.com/efprime
http://r.analyticflow.com/news-tips/

